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1' MASPGSNHGYDVIDHSRIND 

* a *** ^ ***** *** ** a 

1" MIIGTYRLQLNKKFTFYDIIENLDYFKELGVSHLYLSPILKARPGSTHGYDVVDHSEINE 

21 • ELGGEKEYRRLIETAHTIGLGIIQDIVPNHMAVNSLNWRLMDVLKMGKKSKYYTYFDFFP 
***** * * ** ************ ****** ** * **** *** 

61" * ELGGEEGCFKLVKEAKSRGLEIIQDIVPNHMAVHHT>WRLMDLLKSWKNSKYYNYFDHY-- 

81 • EDDKIRLPILGEDLDTVISKGLLKIVKDGDEY FLEYFKWKLPLTE VG 

**•* **** ***** *** * ^ **^ *• 

120" DDDKIILPILEDELDTVIDKGLIKLQKDNIEYRGLILPINDEGVEFLKRINCFDNSCLKK 

128 * NDIYDTLQKQNYTLMSWKNP-PSYRRFFDVNTLIGVNVEKDHVFQESMSKILDLDVDGYR 
a ** * * * * ** a * ***** •• ** • ** * s ** •** * * *** * 

180" EDIKKLLLIQYYQLTYWKKGYPNYRRFFAVNDLIAVRVELDEVFRESHEIIAKLPVDGLR 

187' IDHIDGLYDPEKYINDLRSII-KNKIIIVEKILGFQEELK— LNSDGTTGYDFLNYSNLL 
******** * * ** ^ ^*** *****^^*^*^ *********** * * 

240" IDHIDGLYNPKEYLDKLRQLVGNDKIIYVEKILSINEKLRDDWKVDGTTGYDFLNYVNML 

244* F — NFNQEIMDSIYENFTAEKISISESIKKIKAQIIDELFSYEVKRLASQLGISYDILRD 

300" LVDGSGEEELTKFYENFIGRKINIDELIIQSKKLVANQLFKGDIERLSKLLNVNYDYLVD 

302 • YLSCIDVYRTYA'NQIVKECDKTNEIEEATX-RNPEAYTXLQQYMPAVYAKAYEOTFLFRY 
* * ^ **** ^ * ******* **. **** ** * 

360" FLACMKKYRTY--LPYEDINGIRECDKEGKLKDEKGIMRLQQYMPAIFAKGYEDTTLFIY 

361* NRLISINEVGSDLRYYKISPDQFHVFNQKRRGKITLNATSTTIDTKFSEDVRMKISVLSEF 
***** ******** aaa * ** ** .* ************ ****** 

418" NRLISLNEVGSDLRRFSLSIKDFHNFNLSRVNTTSMNTLSTHDTKFSEtJVRARISVLSEI 
421' PEEWKNKVEEWHSIINPKVSRNDEYRYYQVLVGSFYEGFSNDFKERIKQHMIKSVREAKI 

m mm ^ ^ * **.„..* *****_** ^ **** **** * ***** **** **** 

478" PKEWEERVIYWHDLLRPNIDKNDEYRFYQTLVGS-YEGF — DNKERIKNHMIKVIREAKV 

481' NTSWRNQNKEYENRVMELVEETFTNKDFIKSFMKFESKIRRIGMIKSL^.VALKIMSAGI 

a * a * * a * .**.** .* .*** ..*...*.*. 

535" HTTWENPNIEYEKKVLGFIDEVFENSNFRNDFENFEKKIVYFGYMKSLIATTLRFLSPGV 

541' PDFYQGTEIWRYLLTDPDNRVPVDFKKLHEILEKSKKFEKNMLESMDDGRIKMYLTYKLL 
** m ***** m ** a ******** ******* * * ** * *.** *** 

595" PDIYQGTEVWRFLLTDPDNRMPVDFKKLKELL NNLTEKNLE-LSDPRVKMLYVKKLL 

601' SLRKQLAEDFLKGEYKGLDLEEGLCGFIRFNKILVIIKTKGSVNYKLKLEEGAIYTDVLT 
** a m ^ * * * * * * * * * * ^ * 

651" QLRR EYSLNDYKPLPF GFQR-GKVAVLFSPIVTREVKEKISIRQKSVDWIR 

661' GEEIKK-EVQINELPRILVRM 

701" NEEISSGEYNLSELIGKHKVVILTEKRE 
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816 • ATGGCTTCGCCAGGAAGTA-ACCATGGGTACGATGTAA 

* ***• ** * * **** 4> *** ** ** ■ * 

455 M AAGGCTAGACCAGGGAGCACTCACGGCTACG- -ATGTAGTAGATCAT-AGTGAAATTAAT 

853 f TAGATCATTCAAGGATAAACGATGAAC-TTGGAGGAG AGAAAGAATACAGGAGATTA 

** * mmmm mm mmm mm m mm mm mmm m mm mmm 

512 w GAGGAATTAGGAGGAGAAGAGGGGTGCTTTAAACTAGTTAAGGAAGCTAAGAGTAGAGGT 

909 ' ATAGAGACAGCTCATACTATTGGATTAGGTATTAT-ACAGGACATAGTACCAAAT-CACA 
**** m mm mmm m mm mm m m **** **• ** * * * 

572 M TTAGAAATCATA CAA GATATA GTGC CAAATCA CATGG CGGTA CATCATA CTAATTGGAGA 

967 ' TG GCTGTAAATTCTCTA - A ATTG G - CGA CTAATG G ATGTATTAAAAATGGGTAAA AA GA G 
** m m m m m mmm* mm mm m mm mmm mm mm m 

632" CTTATG GATCTGTTAAA GA GTTG GAA GA ATAGTAA ATA CTATAA CTATT-TTGATCA CTA 

1025 ' TA AATATTATA C GTACTTTGA CTTTTTCCCA GAA GATGA -TAAGATAC GATTA C C CATAT 
* ** * * * * * * * ** ** ** * ***** •* * ** 

691 M CGATGATGACAAGATAATCCTCCCAATACTTGAGGACGAGTTGGATACCGTT — ATA GAT 

1084 • TA GGAGAA GATTTA GATA CA G — TGATAA GTA AAGGTTTATTAAAGATA GTAAAA GATG G 
*•* *** * ***** ***** * ** * * ** .** * * 

749" AA GGGATTGATAA AA CTA CA GAA G GATAATATA GA GTA CA G - A G G GCTTATATTA C CTAT 
1142 ' A GATGAATATTTC CTA GAATATTTCAAATGG A — AA CT — TC CTCTAA CA GA GGTTGGA A 

m **** * * **** ** *** *** •* * * *** * *** ** 

808 " AAATGATG AA G GA G TTGA ATTCTTGA A AA G GATTAATTGCTTTGATA ATTCATGTTTA A A 
1198 • ATGATATATACGACACTTTACAAAAACAGAATTATACCCTAATGTCTTGGAA 

* ****** * * ** ** mmm ***** **** * ***** 

868 " GAA A G A G G ATATAAA GAAATTA CTATTA ATA CAATATTATCA G CTAA CTTA CTG GAA GAA 

1Z50 • A AATC CTC CTA G CTATA G A CG ATTCTTC G ATGTTA ATA CTTTAATA G G A GTA A ATGTC G A 

* * *** * ****** **** **** ** *** *** **** ** * ** ** 

928 M A G GTTATC CAAA CTATA G G A GATTTTTCG CA GTAAATG ATTTGATA G CTGTTA G G GTA GA 

1310 ' A AAA G ATCA C GTATTTCAA GA GTC CCATTCA AA GATCTTAG ATTTA GATGTTGATG G CTA 

* *** * ****** ********** * ** * ** ***** ** * 

988" ATTG GA TGAA GTATTTA GA GA GTC CCATG A GATA ATTG CTAA G CTA C CA GTTGA CG GTTT 

1370 * TAGAATTGATCATATTGATGGATTATATGATCCTGAGAAATATATTAATGACCT--GA-G 

1048" AA GAATTGA C CA CATAGATG GA CTATATAA C CCTAA G GA GTATTTA GATA A G CTAA GA CA 

1427 ' GTCAATAATTAAAAATAA AATAATTATTGTA GAAAAAATTCTG GGATTTCA G GAG G A ATT 
** * ** ** **** ***** ***** mm mm mm mmm mmm **** 

1108 " GTTA GTA G GA AATGATA A GATAATATA CGTA G A GAA GATATTGTCA ATCA A C GA GA AATT 

1487 ' AA AATTAAATTCA GATG GAA CTA CA GG ATATGA CTTCTTAAATTA CTC CAA CTT 

** * * ** ****** ***** ******** ***** ** *** ** * 

1168" AAGAGATGATTGGAAAGTAGATGGGACTACTGGATATGATTTCTTGAACTACGTTAATAT 
1541' ACTGTT — TA-ATTTTAATCAAGA-GA-TAATGGAC-AGTATATATGAGAATTTCACAGC 

** ** ** ** * * ** ** * * «* * * ************* * 

1228" G CTATTA GTA GATG GA A GTG GTG A GGA GGA GTTAACTAA GTTTTATGA GAATTTCATTG G 

1595 ' GGAGAAAATATCTATAAGTGAAAGTATAAAGAAAATAAAAGCGCAAATAATTGATGAGCT 
****** **** ** **** *** *** * * ** ** * 

1288 " AAGGAAAATCAATATAGACGAGTTAATAATACAAAGTAAAAAATTAGTTGCAAATCAGTT 

1655 ' ATTTAGTTATGAAGTTAAAAGATTAGCATCACAACTAGGAATTAGCTACGATATATTGAG 
***** •** ** ******** *•* *** ****** **** ** 

1348" ATTTAAAGGTGACATTGAAAGATTAAGCAAGTTACTGAACGTTAATTACGAT-TATTTAG 

1715 ' -A GATTACCTTTCTTGTATA GATGTGTA CA GAA CTTATG CTA ATCA GAT-TGTA AAA GA G 
***** ** * ***** * ***** ****** * * ** ** * * * * 

1407" TAGATTTTCTAGCATGTATGAAAAAATACAGGACTTAT — TTACCATATGAGGATATTAA 
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1773 ' TGTGATAAGACCAATGAGATAGAGGAAGCAACCAMAGAAATCCAGAGGCTTATACTAAA 

* ***** **** **•* **** * ** ** * ** * *** * * * 

1465 " CGGAATAAG-GGAATGCGATA-AGGAGGGAAAGTTAAAAGATGAAAAGGGAATCATGAGA 

1833 ■ TTACAACAATATATGCCAGCAGTATACGCTAAAGCTTATGAAGATACTTTCCTCTTTAGA 

* ******** ********* * * ****** * ***** ****** ****** * 

1523" CTC CAA CAATA CATGCCA G CAATCTTC G CTAA GG GCTATGA G GATA CTA C C CTCTTCATC 

1893 ' TACAATAGATTAATATCCATAAATGAGGTTGGAAGCGATTTACGATATTATAAGATATCG 
************** *** * ** ******** ***** ** •• * * ** * * 

1583" TACAATAGATTAATTTCCCTTAACGAGGTTGGGAGCGACCTAAGA-AGATTCAGTTTAAG 

1953 • CCT- GATCA GTTTCATGTATTTAATCAAAAA CGAA GA G GAAAAATCACA CTAAATG C CA C 

* * * * ****** ***** * ** ** * * ** •* * ** * 

1642" CATCAAA GA CTTTCATA ACTTTAA CCTAA GCAGA GTAAATA CCATATCA ATGAA CA CTCT 

2012 ' TA G CACA CATGATA CTAA GTTTA GTGA A GATGTA A G GATGAAAATAA GTGTATTA A GTGA 

* *** *********** ** ******** ** ** * **** *** ** •** 

1702 w TTCCACTCATGATACTAAATTCA GTGAA GA CGTTAGA G CTA GAATATCA GTA CTATCTG A 

2072' ATTTCCTGAAGAATGGAAAAATAAGGTCGAGGAATGGCATAGTATCATAAATCCAAAGGT 
* ** * ** *** * * * *** * ****** * * •** * ***** * 

1762" GATACCAAAGGAGTGGGAGGAGAGGGTAATATACTGGCATGATTTGTTAAGGCCAAATAT 

2132 ' ATCAAGAAATGATGAATATAGATATTATCA GGTTTTAGTGGGAAG I I I I lATfAGGGATT 
* *** ***** ******* ****** * ******** *** ******** 

1822" TGATAAAAA C GATGA GTATA G ATTTTATCAA A CA CTTGTGGGAA G TTA CGA G G GATT 

2192 ' CTCTA ATGATTTTA A GG A GA G AATAA A G CAA CATATGATA A A AA GTGTC A GA G A A G CTAA 
*** ************ *** * ** ***** ** * *********** 

1879 " T- - GATA ATA A G GA GA GAATTAA GA A CCA CATG ATTAA G GTCATA A GA GA A G CTAA 

2252 • GATAAATAC CTCATGGAGAAATCAAA ATAA A GAATATGAAAATA GA GTA ATGG AATTA GT 

* ** **** * *** ***** **** *** ******** * ** *** ** * 

1933" G GTA CATA CA A CGTG G G A AA ATC CTAATATA GA GTATG A AAA G A A G GTTCTG G GTTTCAT 

2312 * G GAA GAAACTTTTA CCAATAA GG ATTTCATTAAAA GTTTCATG AA ATTTGAA A GTA A GAT 
** *** ** ** * **** * ** *** ** ******* ** ** 

1993" AGATGAAGTGTTCGAGAACAGTAATTTTAGAAATGATTTTGAAAATTTTGAAAAGAAAAT 

2372 • A A GAA G GATA G GGATGATTAA GA G CTTATCCTTG GTCGCATTAA A AATTATGTCA G C C G G 

* * ** ** ** *** * ** * * * * ** **** 

2053" AGTTTATTTCGGTTATATGAAATCATTAATCGCAACGACACTTAGGTTCCTTTCGCCCGG 

2432 ' TATACCTGA I I I I I ATCA G GGAA CA GAAATATGGC GATATTTA CTTA C A GATC CA G ATAA 

* **•* •** ******* ***** *** * *** *** *********** ******** 

2113" TGTACCAGATATTTATCAA G GAACTGAA GTTTG GA GATTCTTA CTTA CA GA (XC A GATA A 

2492 ' CA GA GTC CCA GTG GATTTTA A GA AATTA CA C G A A ATATTA G A AAAATC CA A AAAATTTG A 
**** * ** ******** ********************* * ** * 

2173" CAGAATGCCGGTGGATTTCAAGAAACTAAAGGAATTATTAAATAATTTGACTGAAAAGAA 

2552 * AAAAAATATGTTAGAGTCTATGGAC — GATGGAAGA -ATTAA GATGTA TTTAA CATA TAA 
* * * * *** * * * * *** * * ****** * * *** * * 

2233" CTTA GAA CTCTC A GATC CAA G A G TCA AA ATG TTATATGTTA A G A A AT-TG CTA CA G CTTA 

2609 • GCTTTTATCCCTAAGAAAACAGTTGGCTGAGGA I I II I I AAAGGGCGAGTATAAGGG 

* * ** * **** ** * * ** *** * * *** 

2292" GAAGAGAGTACT(^CTAAACGATT--ATAAACCATTGCCCTTTGGCTTCCAAAGGGGAAA 

2656 ' ATTAGATCTAGAAGAAGGACTATGTGG GTTTA -TTA GGTTTAACAAAATTTTGGTAATAA 

* *** * * ** * * * ** ***** ** * ** ** ** **** 

2350" AGTAGCTGTCCTTTTCTCACCAATAGTGACTAGGGAGGTTAAAGAGAAAATTAGT-ATAA 

2725 • TAA AAA C CAA G G GAA GTGTTA ATTA C AA ACTG A A A CTTG A A G A G G GA G C A ATTTA C A C A G 
*** *** ****** *** * * * ** * *** *** 

2409" G GCAAA -AAA GC GTTGATTG G ATCAGAA ATGA G GAAATTA GTA GTGGA GAAT A CAA 

2785 • ATGTATTGACAGGAGAAGAAATTAAAAAAGAGGTACAGATTAATGAGCTACCTAGGATAC 
2464" TTTAA GTGA GTTGATTG GGAA GCATAAA GTC GTTATA -TTA A CTGAAAAA A GGGAG 
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1 • MFSFGGNIEKNKGIFKLWAPYVNSVKLK-LSKKLIPMEKNDEGFFEVEIDDIEENLTYSY 
m * ^ 9 . m ^ ******* ***** * * * ** ^ _* * * * 

1" TFAYKIDGNEVIFTLWAPYQKSVKLKVLEKGLYEMERDEKGYFTITLNNVKVRDRYKY 

60 f IIEDKREIPDPASRYQPLGVHDKSQLIRTDYQILDLGKVKIEDLIIYELHVGTFSQEGNF 
* ^*********** *** ** * ^ * ******* ^***** ** * 

59 M VLDDASEIPDPASRYQPEGVHGPSQIIQESKEFNNETFLKKEDLIIYEIHVGTF^ 

120 f KGVIEKLDYLKDLGITGIELMPVAQFPGNRDWGYDGVFLYAVQNTYGGPWELAKLVNEAH 
*** *********** ** ** ***** ******** ******^**** *** *** 

119 " EGVIRKLDYLKOLGITAIEIMPIAQFPGKRDWGYDGVYLYAVQNSYGGPEGFRKLVDEAH 
180 ' KRGIAVILDVVYNHIGPEGNYLLGLGPYFSDRYKTPWGLTFNFDDRGCDQVRKFILENVE 

**^***************^ ******^ ************* _ ********** 

179" KKGLGVILDVVYNHVGPEGNYMVKLGPYFSQKYKTPWGLTFNFDDAESDEVRKFILENVE 

240 ' YWFKTFKIDGLRLDAVHAIFDNSPKHILQEIAEKAHQLGKFVIAESDLNDPKIV--KDDC 
** m * _ ^ ^ ^ ** ^ ******** ^ * ****** a *** s ^*^ ********** * * * 

239" YWIKEYNVDGFRLDAVHAIIDTSPKHILEEIADVVHKYNRIVIAESDLNDPRVVNPKEKC 

298 • GYKIDAQWVDDFHHAVHAFITKEKDYYYQDFGRIEDIEKTFKDVFVYDGKYSRYRGRTHG 
** m *********** ** * * ^ ** *** ** * *********** * *** 

299" GYNIDAQWVDDFHHSIHAYLTGERQGYYTDFGNLDDIVKSYKDVFVYDGKYSNFRRKTHG 

358 ' APVGDLPPRKFVVFIQNHDQVGNRGNGERLSILTDKTTYLMAATLYILSPYIPLIFMGEE 
^***^* ^*** *********** •** * * * ** ** ****** ****** 

359" EPVGELDGCNFVVYIQNHDQVGNRGKGERIIKLVORESYKIAAALYLLSPYIPMIFMGEE 

418 ' YYETNPFFFFSDFSDPVLIKGVREGRLKENNQMIDPQSEEAFLKSKLSWKIDEEVLDYYK 
* ***********_ ** ****** ***• ***^* ^* ********** ** 

419" YGEENPFYFFSDFSOSKLIQGVREGRKKENGQDTDPQOESTFNASKLSWKIDEEIFSFYK 

478' QLINIRKRYN-NCKRVKEVRREGNCITLIMEKIGIIASFDDIVINSKITGNLLIGI — GF 
**..** - .* ... . . *.. *. * .* 

479" ILIKMRKELSIACDRRVNVVNGENWLIIKGREYFSLYVFSKSSIEVKY5GTLLLSSNNSF 

535' PKKLKKDELIKVNRGVGVYQLE 
* * _ * * 

539" PQHIEEGK-YEFDKGFALYKL 
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1176 ' ATGTTTTC GTTC G GTG GAAATATTGAAAAAAATAAA G GTATCTTTAAGTTATG G G CA C CT 
**** * * ** mm mm • *** * * ******* ************ 

642- ACGTTTGCTTATAAAATAGATGGAAATGAGGTAATCTTTACCTTATGGGCACCT 

1236 ' TA TGTTAA TA GTGTTAA G CTGA A - GTT- - AA G CAAAAAA CTTATTC CAATG GAAAAAAA C 
*** ** ** ***** ** ** *** * ** **** ******** * * 

696" TATCAAAAGAGCGTTAAACTAAAGGTTCTAGAGAAGGGACTTTACGAAATGGAAAGAGAT 

1293 " GATGAGGGA I I I 1 I C GAA GTA GAAATA GA C GATA TC GA G GAAAATTTAA C CTATTCTTAT 
** • ** * *•* * ****** *** * * *** ** 

756" GAAAAA G GTTA CTTCA C CATTA C CTTAAA CAA C GTAAA G GTTA GA GATA G GTATAA ATA C 
1353 * ATTATA GAA GATAA GA GA G A GATA C CTGATC C C G CATCA C GATATCAA C CTTTA G G A GTT 



816 H GTTTTAGATGATGCTAGTGAAATACCAGATCCAG CATC CA GATA C CAA CCA GAA GGTGTA 

1413 1 CATGA CAAATCA CAA CTTATA A GAA CA GATTATCA GATTCTTGA C CTTG GAAAA GTAAAA 
**** ****** ***** * * * * ** • ** * ** 

876 w CATGGGCCTTCACAAATTATA CAA GAAA GTAAA GAGTTCAACAACGAGACTTTTCT 

1473 ' ATA GAA GATCTAATAA TATA TGAACTCCACGTTG GTA C I I I I I CC CAA GAA G GAAA TTTC 
* •*• *• * ***** ****** * ***** ** ***** * * *** **** ** 

936 w AAAGAGGACTTGATAATTTATGAAATACACGTGGGGACITTCACT 

1533' AAAGGA GTAATA GAAAA GTTA GATTACCTCAAGGATCTAGGAATCACAG6AATTGAACTG 
• ***** *•* ** * ** *** * ****** • ***** ** * *** ** * 

996" GAGGGAGTGATAAG GAAA CTTGACTA CTTAAA GGATTTGGGAATTACGGCAATAGA GATA 

1593 ATG CCTGTGGCA CAATTTC CA G GGAATA GA GATTGG G GATA C GATGGTG I I I I I CTATAC 

1056" ATG CCAATAGCTCAATTTCCTGG GAAAA GGGATTGGGGTTATGATGGAGTTTATTTATAT 

1653 ' GCAGTTCAAAATACTTATGGCGGACCATGGGAATTGGCTAAGCTAGTAAACGAGGCACAT 
***** ** ** **** ** ** *** * ** *** **** * ** ** ** 

1116" G CA GTA CA GAA CTCTTA CG GA G G G CCA GAA G GTTTTA GAAA GTTA GTTGATGAA G CG CAC 

1713 ' AAAAGG GGAATA GCCGTAATTTTGGATGTTGTATATAATCATATAGGTCCTGAGGGAAAT 

1176" AAGAAAGGTTTAGGAGTTA 1 I I I AGACGTAGTATACAACCACGTTGGACCAGAGGGAAAC 

1773 ' TA CCTTTTA GGATTA G GTC CTTATTTTTCA GA CA GATATAAAA CTC CATG GG GATTAA CA 
*• * * *•* ** ** ***** *** * * *** ***** ************** 

1236" TATATG GTTAAATTG G G G C CATATTTCTCA CA GAAATA CAAAA CG CCATG G GGATTAA C C 

1833 ' TTTAA I I I I GA TGATA GGG GA TGTG A TCA A GTTA GAAAATTCATTTTA GA AAATGTC GA G 

1296" TTTAA CTTTGACGATGCTGAAAGCGATGAG GTTA G GAA GTTCATCTTA GAAAA CGTTGAG 

1893 ' TATTGGTTTAA GA C CTTTAAA ATC GATG GTCTGA GA CTG GATGCA GTTCATG CAA I I I I I 
*• *** ***** * **• * ***** * *** * ***** ************ ** 

1356" TA CTG GATTAA G GAATATAA C GTTGATG G G TTTA G ATTA GATG C G GTTCATG C AATTATT 

1953 ' GATAATTCGCCTAAGCATATCCTCCAAGAGATAGCTGAAAAAGCCCATCAATTAG GAAAA 
** * *** ******** *** * * ** ******** * *** * * * 

1416" GACACTTCTCCTAAGCACATCTTGGAGGAAATAGCTGACGTTGTGCATAAGTATAATAGG 

2013 ' TTTGTTATTGCTGAAAGTGATTTAAATGATCCAAAAATAG-TAA AAGATGATTGT 

•*** ** ** ************** ***** * * * * *** * ** * *** 

1476" ATTGTCATA G C C G A AA GTG ATTTA A A C GATC CTA GA GTCGTTAATC C CAA G GAAAA GTGT 

2067 ' G GATATAAAATA GATG CTCAATG G G TTG A C G ATTTC CA C CA C G CA GTTCATG CATTCATA 
******** ** ************************** ** * **** ** * * ** 

1536" GGATATAATATTGATGCTCAATGGGTTGACGATTTCCATCATTCTATTCACGCTTACTTA 

2127 ' A CAAAA GAAAAA GATTATTATTA C CA G G ATTTTG GAA G GATA GAA G ATATA G A GAAAA CT 
** ** * * ***** ****** ** * * ** ******* *** * 

1596" ACTGGTGAGAGGCAAGGCTATTATACGGATTTCGGTAACCTTGACGATATAGTTAAATCG 
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2187 ' TTTAAAGATGTTTTTGTTTATGATG GAAA GTATTCTAGATACA GAGGAAGAA CTCATGGT 
• • •* • * ***** *• ******** ***** mm * * *** *** ****** ** 

1656" TATAA G GA CGTTTTCGTATATGATG GTAAGTA CTCCAATTTTA GAA GAAAAA CTCA C GGA 
2247 ' G CTC CTGTAGGTGATCTTCCA C CA CGTAAATTTGTA GTCTTCATA CAAAATCA C GATCAA 



1716" GAA CCA GTTG GTGAA CTA GACG GATGCAATTTCGTA GTTTATATA CAAAATCA C GATCAA 

2307 f GTAGGAAATA GAG GAAATGGG GAAA GACTTTCCATATTAA CCGATAAAACGA CATACCTT 
** *********** ** ** ****** * m **** ***** * *** 

1776" GTCGGAAATAGAGGCAAAGGTGAAAGAATAATTAAATTAGTCGATAGGGAAAGCTACAAG 
2367 • ATGGCAGCCACACTATATATACTCTCACCGTATATACCGCTAATATTTATGGGCGAGGAA 
1836 M ATCGCTGOVGCCCTTTACCTTCTTTCCCCCTA^ 

2427 T TATTATGAGACGAATCC I I I I I I CM CI I CTCTGATTTCTCAGATCCCGTATTAATTAAG 
** **** ***** ***• ***** ******** ****** * „ * * ** * 

1896" TA C G GTGA G GAAAATC C CTTTTA I1ICII1I CTGA I I ! I I CA GATTCAAAA CTGA TA CAA 

2487 ' GGTGTTAGAGAAGGTAGACTAAAGGAAAATAATCAAATGATAGATCCACAATCTGAGGAA 
***** ** ***** *** ********* *•* * ** *• *** *** * 

1956" GGTGTAAGGGAAGGGAGAAAAAAGGAAAACGGGCAAGATACTGACCCTCAAGATGAATCA 

2547 ' GCGTTCTTAAAGAGT- - AAA CTTTCATGGAAAATTGATGA GGAA GTTTTAGATTATTATA 
* * **** * * ***** ***** ***** ****** * ** * •** * 

2016" AC--TTTTAACGCTTCCAAACTGAGTTGGAAGATTGACGAGG 

2605 * AA CAA CTGATAAATATCA GAAA - GA GAT- ATAATA - ATTGTAAAA GG GTAAA GGAAGTTA 



2074 " A GATTTTAATAAAAATGA GAAA G G A GTTGA G CATA G C GTGTGATA G GA G A GTAAA C GTC G 

2662 ' GGAGAGAAGGGAACTGTATTACTTTGATCATGGAAAAAATAGGAATAATTGCATCGTTTG 

2134" TGAATGG C GAAAATTG GTTGATCATCAA G G - GAA GA GAATA CTTTTCA CTCTA C GTTTTC 

2722 • ATGATATTGT- AATTAATTCTAAA ATTA CA GGTAATTTA CTTATA G G CATA G GA7TTC CG 
* ** * *•* * *** • ** * ******* * * * * • 

2193 M TCTAAATCATCTATTGAA GTTAA GTA CA GTG GAA CTTTACTTTTGTCCTCAAATAATTCA 

2781' AAAAAATTGAAAAAA GATGAA — TTAAT-TAA GGTTAACAGAG GTGTTG G G GTATATCAA 

2253 " TTCCCTCAGCATATTGAAGAAGGTAAATATGAGTTTGATAAGGGATTTGCTTTATATAAA 

2838' TTAGAA 
* 

2313" CTT 



** ** ***** ** 
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